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SEQUENCE LISTING 



<110> Li, Chun Ping 

Zheng, Peizhong 
Nichols, Scott 

<12 0> METHODS FOR REGULATING BETA- OXIDATION IN PLANTS 

<130> 35718/235742 

<140> 
<141> 

<150> 60/216,211 
<151> 2000-07-06 

<160> 2 

?*% <170> Patentln Ver. 2.1 
ffl <210> 1 

yg <2ii> 1169 

yiJ <212> DNA 

01 <213> Zea mays 

y = <220> 

!L <221> CDS 

<222> (89) . . (814) 

O 

P= <4 00> 1 

fi gagctccacc gcggtggcgg ccgctctaga actagtggat cccccgggct gcaggaattc 60 

ggcacgagag actgttgatt gtctaaaa atg gtg cat agt ttg cat gca att 112 

Met Val His Ser Leu His Ala lie 
1 5 

ttt ctt gtt get gga gac aat aac ata ccg ata ata tat caa gtt cat 160 
Phe Leu Val Ala Gly Asp Asn Asn He Pro He He Tyr Gin Val His 
10 15 20 

egg gca cgt gat gga tec age ttt gee aca aga aaa gtg gag gca aag 208 
Arg Ala Arg Asp Gly Ser Ser Phe Ala Thr Arg Lys Val Glu Ala Lys 
25 30 35 40 

cag aag ggc eta gtt gta ttc acc ttg att get tct ttc cag aag gaa 256 
Gin Lys Gly Leu Val Val Phe Thr Leu He Ala Ser Phe Gin Lys Glu 
45 50 55 



1 



gaa gtg ggt 
Glu Val Gly 



cca gaa cag 
Pro Glu Gin 
75 

gat cca cgc 
Asp Pro Arg 
90 

ttt att cct 
Phe lie Pro 
105 

caa cat aaa 
Gin His Lys 

|5i tea gac gac 
Ser Asp Asp 

j5 eta eta ttt 
Ijl Leu Leu Phe 
* 155 



aag aca tac 
Lys Thr Tyr 
170 

gtg aag get 
Val Lys Ala 
185 

cac ggt ggt 
His Gly Gly 



gag ctt ate 
Glu Leu lie 



ccg cga gga 
Pro Arg Gly 
235 



ttt gag cat cag get 
Phe Glu His Gin Ala 
60 

etc ctt aat ctg gag 
Leu Leu Asn Leu Glu 
80 

ttc cca tec caa tat 
Phe Pro Ser Gin Tyr 
95 

tgg ccc ata gaa atg 
Trp Pro lie Glu Met 
110 

cca age tta aac tac 
Pro Ser Leu Asn Tyr 
125 

caa get eta cac aga 
Gin Ala Leu His Arg 
14 0 

tct ggg gtg age ctt 
Ser Gly Val Ser Leu 
160 

tgc etc agt ctt gac 
Cys Leu Ser Leu Asp 
175 

gac gaa tgg atg ctg 
Asp Glu Trp Met Leu 
190 

cgc ggt ttc gtc ace 
Arg Gly Phe Val Thr 
205 

atg teg ctg ace caa 
Met Ser Leu Thr Gin 
220 

cca aat ccg agg ccg 
Pro Asn Pro Arg Pro 
240 



gca ate atg cct gat 
Ala lie Met Pro Asp 
65 

gag ata cgt gaa aga 
Glu lie Arg Glu Arg 
85 

agg aac ttg gca get 
Arg Asn Leu Ala Ala 
100 

aga ttt tgt gaa ggt 
Arg Phe Cys Glu Gly 
115 

tgg ttt aga get cga 
Trp Phe Arg Ala Arg 
130 

tgt gtt gta gca tat 
Cys Val Val Ala Tyr 
145 

aac cct cat egg gag 
Asn Pro His Arg Glu 
165 

cat tec ate tgg ttc 
His Ser lie Trp Phe 
180 

tat gtg ate gag age 
Tyr Val lie Glu Ser 
195 

gga cgc atg ttc aac 
Gly Arg Met Phe Asn 
210 

gag gca ttg att cga 
Glu Ala Leu lie Arg 
225 

aag ctt tgaggcacct 
Lys Leu 



gtt cct ccg 304 
Val Pro Pro 
70 

egg ctt act 352 
Arg Leu Thr 

aaa aaa aag 4 00 
Lys Lys Lys 

tea gcg tct 448 
Ser Ala Ser 
120 

ggg aaa etc 496 
Gly Lys Leu 
135 

get teg gat 544 
Ala Ser Asp 
150 

aag ggt ttg 5 92 
Lys Gly Leu 

cac aaa cct 640 
His Lys Pro 

cca tct gcg 688 
Pro Ser Ala 
200 

agg caa gga 73 6 
Arg Gin Gly 
215 

agg gag aag 7 84 
Arg Glu Lys 
230 

gacagcctct 834 



2 



gcagtcgact gtagaggatc ccaaccgagc tttgagaggc gcaccatcct ttcttctaat 894 
ttggtttaga tatttatgaa ttcacaaaca aaaatataga atatcaagca gtataaaaga 954 
tctcaagtca aacctaacat tttttttcat ttctccggat gatttctatt tgttttggtg 1014 
tgtgtgtggt tggaggggta ttggaagcgg aagcggaggc ggagggtttg atactttagg 1074 
ctatttcctg cagcttactt tcattatacg aacagtatat atacatattt aaacttcaaa 1134 
aaaaaaaaaa aaaactcgag ggggggcccg gtacc I 169 



<210> 2 
<211> 242 
<212> PRT 
<213> Zea mays 

<400> 2 

Met Val His Ser Leu His Ala lie Phe Leu Val Ala Gly Asp Asn Asn 
15 10 15 

He Pro He He Tyr Gin Val His Arg Ala Arg Asp Gly Ser Ser Phe 
20 25 30 

Ala Thr Arg Lys Val Glu Ala Lys Gin Lys Gly Leu Val Val Phe Thr 
35 40 45 

Leu He Ala Ser Phe Gin Lys Glu Glu Val Gly Phe Glu His Gin Ala 
50 55 60 

Ala He Met Pro Asp Val Pro Pro Pro Glu Gin Leu Leu Asn Leu Glu 
65 70 75 80 

Glu He Arg Glu Arg Arg Leu Thr Asp Pro Arg Phe Pro Ser Gin Tyr 
85 90 95 

Arg Asn Leu Ala Ala Lys Lys Lys Phe He Pro Trp Pro He Glu Met 
100 105 110 

Arg Phe Cys Glu Gly Ser Ala Ser Gin His Lys Pro Ser Leu Asn Tyr 
115 120 125 

Trp Phe Arg Ala Arg Gly Lys Leu Ser Asp Asp Gin Ala Leu His Arg 
130 135 140 



Cys Val Val Ala Tyr Ala Ser Asp Leu Leu Phe Ser Gly Val Ser Leu 
145 150 155 160 



Asn Pro His Arg 



His Ser lie Trp 
180 

Tyr Val lie Glu 
195 

Gly Arg Met Phe 
210 

Glu Ala Leu lie 
225 



Glu Lys Gly Leu 
165 

Phe His Lys Pro 



Ser Pro Ser Ala 
200 

Asn Arg Gin Gly 
215 

Arg Arg Glu Lys 
230 



Lys Thr Tyr Cys 
170 

Val Lys Ala Asp 
185 

His Gly Gly Arg 



Glu Leu lie Met 
220 

Pro Arg Gly Pro 
235 



Leu Ser Leu Asp 
175 

Glu Trp Met Leu 
190 

Gly Phe Val Thr 
205 

Ser Leu Thr Gin 



Asn Pro Arg Pro 
240 



Lys Leu 



